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Identify evolutionarily related genomic sequences
- Homologs - Orthologs - Paralogs

\

Annotate reference sequence
- Genic segquences - Repetitive elements - cpG Islands

\

Align genomic sequences
- Global alignment program - Local alignment program

\

Identify conserved sequences
- Percent identity and length thresholds

¥

Visualize conserved sequences
- Moving average point plot (VISTA)
- Gap-free segment plot (PipMaker)
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CALCULATED ORTHOLOGS

Lasted below are the nuclsetids sequence cempantsoas used n
determinng homology The ¥4 ID below mnclitdes hyperlinks to the
mdizated ahgumerts

MORE }

Y%
D
26 § BI35218% R.nervegicus

Organism-Gene Sequence Sequence Organism-Gene

* Moaauseubus -§t7 BO024652

!

* MLrusculus -§17 BC012719 AlZ21163 H.sapiens

261

=

* Mmusculus -St7 BC024652 90.2 AY007601 B.tawrus
=

ADDITIONAL CALCULATED ORTHOLOGS
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— A double headed anow mdicates that the pan represents a
recaprocal best i, the mateh is the best one for both orgenizns.

When presenl, red arrows point out a group of sequence maiches
»  wach are part of & triplet, being consistant between more than bwoe
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Exons file Sequences in Repeats file Underiay file
> 12877 289557 STTb/a FastA format ;‘?ﬁ;ﬁ:;s Underlays:
#1208 et > Human ST7 gene 181256 181377 Right LINE2 | | LightBlue fwd_exan
Yt losen CTGAATGGCTCGTAGAAA 181606 181902 Left LINE2 LightCsing thd. LR
159297 159379 TATTGCATTARCCTGCTG 183545 183606 Simple LightYellow intron
Slinlie iR GACATGCTGAATAGCAAT 183811 183986 Left MIR Red evongly. corsanion
189328 189382 s, l 184156 184329 Right MIR 12877 13075 fwd_UTR
190026 190141 185443 185542 Right MIR 159297 159379 fwd_exon
191420 191495 ~ Harie RS il 179096 179255 fwd_exon
193659 193727 b only PipMaker 189880 189901 Simple 189328 189382 fwd_exon
iase 190748 190786 Simple
197970 198067
230397 230511 ‘ Nucleotide level view file
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278619 278711 . o S S .. N e
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Concise file for human-mouse alignment .
g . ” ) )
197011-197231 <--> 653600-653820 93% (221 nt) Strong-hits analysis 2100 bp and =70% identity
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197567-197640 <--> 654184-654227 91% (44 nt)
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